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Background and Aim {#resp13206_37-sec-0186}
------------------

Patients with community acquired pneumonia (CAP) caused by viruses can develop severe complications, which result in hospitalization and death. The purpose of this study was to analyse the aetiology, incidence, clinical characteristics, and outcomes of CAP patients with fever during non‐pandemics in one pulmonary hospital.

Methods {#resp13206_37-sec-0187}
-------

A management system was established for monitoring the CAP patients with fever. Multiplex polymerase chain reaction (mPCR) kits were used to detect 10 viruses (influenza A and B, adenovirus, respiratory syncytial virus A and B, picornavirus, parainfluenza virus, coronavirus, human *metapneumovirus*, and bocavirus). Data on age, gender, underlying diseases, complications, laboratory indexes, and outcomes were collected by physicians.

Results {#resp13206_37-sec-0188}
-------

This prospective study included 320 patients with fever, 23.4% were viral‐positive by mPCR, with influenza virus most prominent followed by picornavirus. Strong variation in seasonal distribution was shown in viral infections, with peak months from December to February. Patients with influenza infection were likely to be taken to emergency rooms and have respiratory failure with higher creatinine kinase levels and lower white blood cell counts. *Streptococcus pneumoniae* followed by *Haemophilus influenzae* were the most common bacteria in viral co‐infections, which accounted for one third of virus‐positive patients. Co‐infection can independently act as a risk factor for the CURB65 severity score, but not for death in hospitalization.

Conclusion {#resp13206_37-sec-0189}
----------

Viruses play an important role in CAP patients with fever, a systematic clinical, radiological and biological analysis of these patients can contribute to effective therapy that may prevent the development of CAP and improve the outcomes. The present work showed the first and an elaborate analysis evidence of viral infection among fever CAP inpatients.
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